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Background
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The pyramid consists of 4 generations: Great-
Grandparent Stock (GGPS), Grandparent Stock
(GPS), Parent Stock (PS) & Broilers

PS-production farm Simulation results broiler farms
_ _ N —————————— : : Transmission halved
<EnV|ronmentaI infection pressure >==:::::::::: ...................................................... Basic scenario _ —
; i T B1=0.41 b2=1.33 B1=0.2 b2=0.67
/ /// S S
/ . . 6000- _
/ <Force of infection ; | . W AU [ I 6000
Ny / . NG B A Al e s S 2
‘l 54000 §4000
\ = S
\ B 2000 2000
So < S
\\\\  cen g
______________________ 0 . | | | 0-
0 200 400 600 0 200 400 600
Broiler hatchery time(days) time(days)
: : : - 11 11
Environmental infection pressure . .
» »
-~ 9
© 4000 © 4000
H e H e
S S
82000 82000
£ £
= =
c c
- O- 1 " 1 1 1 O- 1 1 1 1
Broilers 0 200 400 600 0 200 400 600
time(days) time(days)
<Envi ronmental infection pressure >4 ............................................... 12 12
e - B P ) 6000- 6000-
L -~ A . . ' 2 &
- - S ) I 1 ) 12 \ = Q@
Force of infection S 4000- S 4000-
—— T T B B
i - -
B —— 22000 52000
£ £
= =
. - =
Transition
gLrt%Trans?or; cvent . 0 200 400 600 . 0 200 400 600
....................... e ingo ESBL . .
_____ Transmission of ESBL time(days) time(days)
Figure 2. Schematic model Figure 3. Simulation results for each compartment
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Figure 3. Simulation results within a single farm and annual general meeting of the SVEPM

Basic scenario b1=0.41 b2=1.33; Transmission halved b1=0.2 b2=0.67

References: 1Veldman, K., Wit, B., van Pelt, W., Heederik, D. and Mevius, D. (2017). MARAN 2017: Monitoring of antimicrobial resistance and antibiotic usage in animals in the Netherlands in 2016. WBRY, pp.75-76



