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CAN NETWORK META- ANALYSIS HELP IN EXPLAINING THE RISKS FOR
SCRAPIE?

Maurella C., Baccini M., Crescio M.I., Ru G.
INTRO

Network meta-analysis (NMA) is a multivariate extension of meta-analysis. NMA synthesizes data from a network of
trials about more than two competing healthcare interventions. The integration of direct evidence (from studies
directly comparing interventions) with indirect evidence (information about two treatments derived via a common
comparator) increases the precision in the estimates and produces a relative ranking of all treatments for the
studied outcome. Although commonly applied to randomized clinical trials evaluation, NMA can be applied to a set
of different estimates of a risk. Therefore we applied NMA to classical scrapie, a transmissible spongiform
encephalopathy of small ruminants, strongly influenced by polymorphisms of the prion protein gene (PRNP). Our
aim was to assess the shape of association between multiple exposures (different genotypes with different level of
resistance to scrapie in sheep) and a baseline genotype (homozygosis at ARQ).
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Multivariate meta-analysis has an abundance of potential and promise over its univariate counterpart. Network
meta-analysis represents a new method to combine evidence from direct and indirect comparisons among a set of
different estimates of a risk in a unique network of treatments. Our new approach to genetic veterinary data (i.e.
the risk of becoming a scrapie diseased animal) has underlined the importance of genotypes other than the best
known ARR/ARR in the decline of the disease. In the network we have obtained, we can visually realize that
heterozygosis ARR/* may have the same meaning as homozygosis, whereas other genotypes such as ARH/VRQ are

verx good Eredictors of the disease.
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