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Introduction

Generate the specified number of random geographic coordinates from a rectangular space defined by minimum and maximum X (Longitude) and Y (Latitude) coordinates. Input and output coordinates are in

Random Geographic Coordinates Sampling
decimal degrees, with a specified precision of output values.
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Detailled documentation

Formulae

The asymptotic {(normal approcamiation) confidence limits are calculated using the formula:

Where:

" ﬁ'ls the =ample proportion
s  Z=walue from standard normal distnbution correspending to desired confidence level (Z=1.56 for 358: CI)
+ nisthe zample zize.

The z-value iz calculated uzing the formula:
lp Pl
,‘/ p{1-p)
A
Where:

= iz the sample proportion
» pisthe population proportion
+ nisthe zample size.

The p-value is calculated using the formula:
(1 — (&) x tails
Where:
» & Z) reprezents the cumulative distribution function {CDF) of the standard normal distribution at Z (the z-score)

s tails iz the number of tails in the test.

R code

i Define input parameter values

prop <- 8.1 # Sample proportion

n £- 188 F Sample size

pop  «<- 8.15 # Population proportion

conf <- 8.85 & Significance lewel

tails <- 2 # Mumber of tails inm the test

i Caloulate z-wvalue for confidence level
z_conf ¢- gnorm({l - (conf) / tails, @, 1)

f Calculate the confidence limits
ci «<- prop + c{-1, 1) * z_conf * sqgrt(prop * (1 - prop} [ m)

i Caloulate the z-valus
z <- (abs{prop - pop)) / sgrt(pop * (1 - pop) / n)

i Calculate the p-valus
p <- (1 - pnorm{z)) * tails

Optimised for teaching
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FreeCalc: Calculate sample size for freedom testing with imperfect tests

This utility calculates the required sample size and cut-point for testing to demonstrate population freedom from disease using imperfect tests and allowing for small populations.
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Angus Cameron, Joao Romero, Catriona Mackenzie, Camille Delavenne, Lorraine Chapot, Céline Faverjon

EpiTools suite of epidemiological calculators, originally developed
by Ausvet, has been updated. It has been used in over 3,400
published papers and has an estimated user base of over 16,000
researchers. New features include;

Interactive analysis

Mare Info
Calculate test Sensitivity and Specificity and ROC curves -

This utility caleulates test sensitivity and specificity for a test producing a continuous outcome. Suggested cut-points are calculated for a range of targst values for sensitrvity and specificty. A ROC curve and two-grah ROC curve are gensrated and Youden's index [J and test
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efficiency (for selected prevalence values (are also calculated).
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This utility calculates the overall sensitivity and specificity of the testing regimen when two tests of known sensitivity and specificity are used together, either in parallel orin

Sensitivity and specificity for two tests interpreted in parallel or series

series. Calculations assume that the two tests are independent, conditional on disease status (that is, sensitivity [specificity] for one test remains the same, regardless of the result
of the other test.
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This utility provides a McNemar’s chi-squared test for association for Clopper-Pearson

paired counts in a 2x2 table. > CUrve
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Summarise measures of association from a 2x2 table

This utility provides summary measures of association and independence
for a 2x2 table. Qutput values (including confidence limits) are calculated

for cohort, cross-sectional or case-control studies, as specified.

Analysis Two-by-two table | Odds ratio | Relative risk
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