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Background and objective

Microbiota can tell much about the health of the individual. Even more Materials & methods
so, when it is combined with inflammatory markers! The neonatal period
is the foundation for future performance. In this study, we explore
associations and possible effects of microbiota and inflammation during
chronic cryptosporidiosis.

Statistics One farm with chronic 64 female

Outcomes: haptoglobin (Hp), serum amyloid A (SAA), Cryptosporidiosis dairy calves

interleukin 6 (IL-6), calprotectin (cp),
3-month average daily weight gain (ADWG)
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Predictors: 7, 10, 14 and 21-day microbiota, Shannon index day 7,10, 14 and 21

Analysis methods: stabiliser (elastic net), random forest 165 rRNA sequencing and ELISA

Day 7 Day 10 Day 14
(n = 64) (n = 62) (n =61)
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Figure 1: Composition of faecal microbiota of neonatal dairy calves at phylum marina.loc —]@emu.ee
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